Dry Lab Codes ---- READ ME

There are 4 components in this folder excluding this document:
1. Database folder
a. There are 4 items in the “Database” folder, namely
i. datab.py (generates the database)
ii. database.mat (stores the database)
iii. trace.py (traces the values on the database)
iv. interactive.py (interactive version of trace.py when the programme is run in Terminal)
b. Please download the entire folder and keep them in the same folder
c. Should you wish to map the ratio to pF and pR, you only need to run trace.py
2. Kill switch model folder
a. Consists of kill.py for the kill switch model
3. Basic model folder
a. Consists of model.py, the basic model which assumed no mutation and same phenotype switching probabilities
b. Consists of results.xlsx which documents some of the simulation results obtained
4. Advanced model folder
a. Consists of mutmd.py, the advanced model which accounted for mutations and different phenotype switching probabilities
b. If you wish to remove the mutation effect, set “pm = 0” near the beginning of the code

Instructions
· You only need to edit the parameters near the beginning of the code. 
· You may wish to run the code in Terminal 

